LCMS-20502 MXI2F 0|23} (ESI) &

o m

o

Food Metabolomics of Alcoholic Beverage Using Single-Quadrupole Mass
Ct

Spectrometer -Oligosaccharide and Polysaccharide Profiling-

Tl AS 3}
BTt -

LCMS-2050 High Performance Liquid Chromatograph Mass Spectrometer

P AFSSAFLC/MS A|A—2 L T3l =20 M 22|31

Q
=

b

[

Excellence in Science
C|

L 4

¢ LCMS-2050 A

€ Multi-omic Analysis PackageZ O|856H 2|=6tX| 92 AR XtE CH
mAME
AE CHARA[E

No. 01-00420-K

£ sSHIMADZU
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A) 2.5 mmol/L Ammonium bicarbonate aq.
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B) 25 mmol/L Ammonium bicarbonate ag.
/Acetonitrile
70% B (0 min) = 40% B (25 min) = 70%B
(25.01-30 min)
20 uL
40°C
5uL

Mobile Phases
Time Program
Mixer
Column Temp.
Injection Volume
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MS Condition (LCMS-2050)

lonization ESI/APCI (DUIS), Negative mode
Mode SIM (40 Events)
Nebulizing Gas Flow 3.0 L/min
Drying Gas Flow 5.0 L/min
Heating Gas Flow 7.0 L/min
Desolvation Temp. 400°C
DL Temp. 150 °C

2 2= 10 mg/Le| HEZ2|1Eo =HEAH(GT - G10 mix,
BC-GM, 22|1% BEZE%, Senshu Scientific Co., Ltd.)d]
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% 4. Y2 2| X 5= HO[E ZIEQMS A2OtETHY

MEny SEES r2 9%RSD %RSD
(mg/L) (R.T.) (Peak Area)

Glucose 0.05-100 0.998 0.25 4.49
Maltose 0.05-10 0.999 0.20 5.09
Maltotriose 0.01-10 0.999 0.40 8.33
Maltotetraose  0.01-50 0.995 0.36 6.46
Maltopentaose  0.01-50 0.997 0.52 5.66
Maltohexaose ~ 0.05-50 0.997 0.23 4.35
Maltoheptaose 0.05-100 0.997 0.37 6.65
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